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■ SEQUENCE LISTING 

<110> Allen, Keith D. 

<120> TRANSGENIC MICE CONTAINING 

MELANOCORTIN - 3 RECEPTOR GENE DISRUPTIONS 



<I30> R-653 

<140> US 09/903 , 395 
<141> 2001-07-10 

<150> US 60/218 , 074 
<151> 2000-07-12 

<150> US 60/243 , 958 

< 1 5 1 > 2000-10-26 

<160> 4 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

< 2 1 1 > 1675 
<2 12 > DNA 

< 2 1 3 > Mu s mu s c u 1 u s 



<400> 1 

tctagactgg 

gctcaggacc 

ctgctgcc tg 

t cc tgccagc 

cttcctggct 

caggaatggc 

catgc tggtg 

c t ccc tgacc 

t tgcatctcc 

caccatcttc 

gatcggggtc 

gagcaagatg 

caccctata: 

gccccctgc: 

cactatcrtg 

catcatcac: 

c ctggttctc 

99 a 9 ct gcgc 

ggatgcccgt 

gtaaaagggt 

gcagacggga 

ttgatctagc 

a ttgctaggc 

*r a r t t c a a a c 



acagcat cca 
ctgcaggagc 
tcttctgttt 
aaccggagcg 
ctgggcatcg 
aacctgcact 
agcctgtcca 
ttggaggacc 
ctggtggcct 
tatgccct t c 
at c tgggt ct 
gtcatcgtgt 
atccacatgt 
ggrgtggtgg 
ctgggtgttt 
tg::c:ac:a 
atcatgtgca 
aacacgttca 
ggaggtgt tc 
gttaggagct 
cacggcgtag 
acatagcctg 
acccaggg: t 
- i i e c a a a ^ " 



caagagaagc 
cgcagctggg 
ctccgatgct 
gcagtgggt t 
tcagtctgat 
ctcccatgta 
actccctgga 
agt t tatcca 
ccat ctgcaa 
ggtaccacag 
gctgcggcat 
g t ct cat cac 
t -rot ct t cgc 
c-:::acagca 
tratcttctg 
arc:ctactg 
act ccgtcat 
aggagat t c t 
cacatccagc 
ggaactgtgc 
gatgggctgt 
gaagaa t cag 
tgtggcccct 



acctagaagg 
actggacctg 
gcctaacctc 
c tgtgagcag 
ggaaaacat c 
ctt cttcctg 
gaccatcatg 
gcacatggat 
cctcctggcc 
cat catgaca 
ctgcggcgtg 
catgttcttc 



cagg c t 
g cac t c 
ctgggr 
eatctg 

ctgcgg 
caagag 
t tggct 
ctgtga 

gcaaag 
gcctgc 



ccac 
:tgc 
gcct 
::ac 
cctc 
ctgc 
acaa 
tcgt 
ggat 
cage 
1 1 at 
^ a "7 a 



agaatt t tec 
ctgt taacca 
tctgagcacc 
gtcttcatca 
ctggtgatcc 
tgeagee tgg 
atcgccgtga 
aatatcttcg 
at tgeca t eg 
gt t aggaaag 
atgttcat ca 
geca t ggtgc 
gt ccagcgca 
3 t ga aggggg 
:t:t:cctc: 
acggccca: t 
atetaege ct 
aacagca t ga 
aaacaacget 
ctgtaagctc 
ctgtgtgtgg 
cctgagtgt c 
tggct t tgta 



ccagcagct t 
tgaac tc t tc 
ctgcagcccc 
ageeggaggt 
tggctgtggt 
ctgcagccga 
teaacagega 
actctatgat 
acaggtacgt 
ccc t cacct t 
tctactccga 
tcctcatggg 
t eg cag t get 
ctgt ca :*ca t 
ac:tgg:cct 
tcaaca ret a 
tcegcagcct 
acttgggcta 
cagaegggae 
gtggcccttt 
gt aagt cagt 
at rtgtgt t c 
ccagtaactg 



60 
120 
180 
240 
300 
3 60 
420 
480 
54 0 
60 0 
660 
72 0 



90 0 

9 C 0 

10 2 0 
1080 
114 0 
1200 
1260 

1380 



<212 > PRT 

< 2 1 3 .» Mus muscu 1 us 
< 4 0 0 > 2 

Met Asn Ser Ser Cys Cys Leu Ser Ser Val Ser Pro Met Leu Pro Asn 

1 5 10 15 

Leu Ser Glu His Pro Ala Ala Pro Pro Ala Ser Asn Arg Ser G 1 y Ser 

20 25 30 

Gly Phe Cys Glu Gin Val Phe lie Lys Pro Glu Val Phe Leu Ala Leu 

35 40 45 

Gly lie Val Ser Leu Met Glu Asn lie Leu Val lie Leu Ala Val Val 

50 55 60 

Arg Asn Gly Asn Leu His Ser Pro Met Ty r Phe Phe Leu Cys Ser Leu 
6 5 70 75 80 

Ala Ala Ala Asp Met Leu Val Ser Leu Ser Asn Ser Leu Glu Thr lie 

85 90 95 

Met lie Ala Val lie Asn Ser Asp Ser Leu Thr Leu Glu Asp Gin Phe 

100 105 110 

lie Gin His Met Asp Asn lie Phe Asp Ser Met lie Cys lie Ser Leu 

115 120 125 

Val Ala Ser lie Cys Asn Leu Leu Ala lie Ala lie Asp Arg Tyr Val 

130 135 140 

Thr lie Phe Tyr Ala Leu Arg Tyr His Ser lie Met Thr Val Arg Lys 
145 150 155 160 

Ala Leu Thr Leu lie Gly Val lie Trp Val Cys Cys Gly lie Cys Gly 

165 170 175 

Val Met Phe lie lie Tyr Ser Glu Ser Lys Met Val lie Val Cys Leu 

180 185 190 

He Thr Met Phe Phe Ala Met Val Leu Leu Met Gly Thr Leu Tyr lie 

195 200 205 

His Met Phe Leu Phe Ala Arg Leu His Val Gin Arg lie Ala Val Leu 

210 215 220 

Pro Pro Ala Gly Val Val Ala Pro Gin Gin His Ser Cys Met Lys Gly 
225 230 235 240 

Ala Val Thr lie Thr lie Leu Leu Gly Val Phe lie Phe Cys Trp Ala 

245 250 255 

Pro Phe Phe Leu His Leu Va 1 Leu lie lie Thr Cys Pro Thr Asn Pro 

260 265 270 

Tyr Cys lie Cys Tyr Thr Ala His Phe Asn Thr Tyr Leu Val Leu lie 

275 280 285 

Met Cys Asn Ser Val lie Asp Pro Leu lie Tyr Ala Phe Arg Ser Leu 

290 295 300 

Glu Leu Arg Asn Thr Phe Lys Glu lie Leu Cys Gly Cys Asn Ser Met 
^05 310 315 3^0 

Asn Leu Glv 



2 10:> 3 

2 11> 2 00 

2 12- DNA 

213> Artificial Sequence 



2 2 0:- 



• 0 



<210> 4 
<211> 2 00 
<2 12> DNA 

< 2 1 3 > Art ificial Sequence 

< 2 2 0 > 

< 2 2 3 > Ta rge t i ng Vector 



^400> 4 

cattgccatc gacaggtacg tcaccatctt 
agtgaggaaa gccctcacct tgat cggggt 
gatgttcatc atctactccg agagcaagat 
cgccatggtg ctcctcatgg 



ctatgccctt cggtaccaca gcatcatgac 60 
catctgggtc tgctgcggca tctgcggcgt 120 
ggtcatcgtg tgtctcatca ccatgttctt 180 

200 



